Atlantic salmon are genetically adapted to their local river
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* The Tenojoki river system contains multiple, genetically distinct Atlantic salmon populations.
* These populations may be adapted to specific environmental conditions in their local river.
* We can identify the genes involved in this adaptation by looking at variation across the genome.
* This information can be used to guide conservation and management of these Arctic salmon stocks.

1. We collected young fish from 10 sites in the Teno. 2. Sites varied in their environmental conditions.
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